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Supplementary information Supplementary Figure S1
List of the top 10 genes up-regulated in MB231 cells following ANGPTL2 knockdown, based on RNA sequencing analysis. Data are mean log 2 value of fold-change relative to control MB231/miLacZ cells. 
Supplementary Figure S2

(unpaired two-tailed Studentʼs t-test).
Supplementary Figure S5
Full length western blots representing data shown in Figure 2E . Lane 1 represents an MB231/miLacZ cell lysate and Lane 2 represents an MB231/miANGPTL2 lysate. 
Supplementary Figure S6
Supplementary Figure S8
Full length western blots of data shown in in Figure 3G . Lane 1 represents an MB231/ANGPTL2 ETS1 siRNA-Control cell lysate, Lane 2 an MB231/ANGPTL2 ETS1 siRNA-1 lysate, and Lane 3 an MB231/ANGPTL2 ETS1 siRNA-2 lysate. 
Supplementary Figure S9
Supplementary Figure S10
Full length western blots of data shown in Figure 4A . Sequences of primers used for quantitative RT-PCR.
Supplementary Table 2.
Correlation of primary tumor ANGPTL2 expression and patient characteristics.
ER indicates estrogen receptor. PgR indicates progesterone receptor.
P<0.001(Fisher's exact test). † † P<0.001(Pearson's chi-square test).
Supplementary Table 3.
Correlation of primary tumor CXCR4 expression and patient characteristics. ER indicates estrogen receptor. PgR indicates progesterone receptor. 
P<0.001(Fisher's exact test).
Symbol
